Leading logFC dim 2

-0.1 0.0 0.1 0.2 0.3

-0.2

Multidimensional Scaling Plot Of Distances Between Samples

Mutant_1
Wildtype 1
Wildtype_2
Mutant_2
| | | | | |
-0.6 -0.4 -0.2 0.0 0.2 0.4

Leading logFC dim 1




Biological coefficient of variation

0.20 0.25 0.30 0.35 0.40

0.15

Biological Coefficient of Variation Plot

Tagwise
— Common
— Trend

Gene abundance (Average log CPM)

15




RC

RNA

SINE

Other

LINE

DNA

LTR

Unknown

rRNA

Mutant vs Wildtype, by Class

log2(Fold Change)




Mutant vs Wildtype, by Type
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