
−0.6 −0.4 −0.2 0.0 0.2 0.4

−
0.

2
−

0.
1

0.
0

0.
1

0.
2

0.
3

Multidimensional Scaling Plot Of Distances Between Samples

Leading logFC dim 1

Le
ad

in
g 

lo
gF

C
 d

im
 2

Mutant_1

Mutant_2

Wildtype_1

Wildtype_2



0 5 10 15

0.
15

0.
20

0.
25

0.
30

0.
35

0.
40

Biological Coefficient of Variation Plot

Gene abundance (Average log CPM)

B
io

lo
gi

ca
l c

oe
ffi

ci
en

t o
f v

ar
ia

tio
n

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● Tagwise
Common
Trend



rRNA

Unknown

LTR

DNA

LINE

Other

SINE

RNA

RC

−
5

−
4

−
3

−
2

−
1 0 1

Mutant vs Wildtype, by Class

log(Fold Change)



R2
rRNA

I
Copia

TcMar−Pogo
P

TcMar−Tc1
Unknown

Gypsy
LOA

Other
Pao

Jockey
tRNA−Deu−L2

hAT−hobo
CMC−Transib

CR1
RNA

R1
MULE−NOF

PiggyBac
Helitron

−
5

−
4

−
3

−
2

−
1 0 1 2

Mutant vs Wildtype, by Type

log(Fold Change)


