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●

●

●

●

●

●

sailfish/sailfish_quant.sf3.tab

sailfish/sailfish_quant.sf2.tab

sailfish/sailfish_quant.sf1.tab

sailfish/sailfish_quant.sf6.tab

sailfish/sailfish_quant.sf5.tab

sailfish/sailfish_quant.sf4.tab

W_1

−0.8

−0.4

0.0

0.4

va
lu

e

condition

●a
●a

Treated

Untreated

Factors of unwanted variation for method: RUVr using residuals, k=1
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PCA for RUVg with empirical control genes, k=1
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