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Cell barcode demultiplex statistics
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overall mapping statistics of aligned_mapped_bam (percentage)

||||M||'”'n‘m"r'|w|I e

variable

Bl uratigned

B atgned_unmapped

. ambiguous_mapping

. mapped_to_ERCC

. mapped_to_intron
mapped_to_exon




outliers

_per_cell

total_count

number_of_genes

Cor: 0.479

number_of_genes

FALSE: 0.479
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