CONCOCT_8.fasta *

genome

Scoring of cluster 1 0

s N50
B score

B length

76.6

70.d

201

59.8

256P.

1416.0

0.0

0.2

T T

0.4 0.6
Normalized Score

0.8

1.0



MaxBin2_002.fasta *

genome

Scoring of cluster 2 0

s N50
B score

B length

96.(

487

114

76.(

1408.0

607.0

0.0

0.2

T T

0.4 0.6
Normalized Score

0.8

1.0



genome

MaxBin2_009.fasta *

Scoring of cluster 3 0

299

441

B length
Bm N50
Bl score

1201.0

#.0

I T T T T T

0.0 0.2 0.4 0.6 0.8 1.0
Normalized Score



MetaBAT2_4.fasta *

genome

Scoring of cluster 4 0

s N50
B score

B length

194

449

83.9

P389.0

D4.0

0.0

0.2

T T

0.4 0.6
Normalized Score

0.8

1.0



