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Sphingomyelin
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rno05320_2: AtmmnThyrdDss_2

rno05332_2: Grft−Vrss−HstDss_2

rno05330_2: AllgrftRjctn_2

rno04940_2: TypIDbtsMllts_2

rno05416_2: VrlMycrdts_2

rno04145_2: Phgsm_2

rno05206_1: McrrnasNCncr_1

rno05217_1: BslCllCrcnm_1

rno00603_1: GlycsphnglpdBsynthss,GlbNdSglbSrs_1

rno05225_1: HptclllrCrcnm_1

rno00480_1: GltthnMtblsm_1

rno04080_2: NrctvLgnd−RcptrNtrctn_2

rno00514_2: OthrTypsFO−GlycnBsynthss_2

rno01200_1: CrbnMtblsm_1

rno00730_1: ThmnMtblsm_1

rno00010_1: Glyclyss/Glcngnss_1

rno04330_1: NtchSgnlngPthwy_1

rno00515_1: MnnsTypO−GlycnBsynthss_1

rno04924_2: RnnScrtn_2

rno04064_1: Nf−KppBSgnlngPthwy_1

EXPLAINED VARIANCE

Comp 1:  54 %
Comp 2:  32 %
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1−Lysophosphatidylcholine
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rno04919_1: ThyrdHrmnSgnlngPthwy_1

rno04066_1: Hif−1SgnlngPthwy_1

rno05225_1: HptclllrCrcnm_1

rno04012_1: ErbbSgnlngPthwy_1

rno04650_1: NtrlKllrCllMdtdCyttxcty_1

rno00562_1: InstlPhsphtMtblsm_1

rno05165_1: HmnPpllmvrsNfctn_1

rno00051_1: FrctsNdMnnsMtblsm_1

rno00052_1: GlctsMtblsm_1

rno00790_1: FltBsynthss_1

rno04217_1: Ncrptss_1

rno04973_1: CrbhydrtDgstnNdBsrptn_1

rno00510_1: N−GlycnBsynthss_1

rno04730_2: Lng−TrmDprssn_2

rno00260_1: Glycn,SrnNdThrnnMtblsm_1

rno04977_2: VtmnDgstnNdBsrptn_2

rno00630_1: GlyxyltNdDcrbxyltMtblsm_1

rno04924_2: RnnScrtn_2

rno05340_1: PrmryMmndfcncy_1

rno04064_1: Nf−KppBSgnlngPthwy_1

EXPLAINED VARIANCE

Comp 1:  74 %
Comp 2:  10 %
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Phosphatidylcholine
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rno05206_1: McrrnasNCncr_1

rno01521_1: EgfrTyrsnKnsNhbtrRsstnc_1

rno04360_1: AxnGdnc_1

rno00603_1: GlycsphnglpdBsynthss,GlbNdSglbSrs_1

rno05217_1: BslCllCrcnm_1

rno04072_1: PhsphlpsDSgnlngPthwy_1

rno05032_1: MrphnDdctn_1

rno04911_1: InslnScrtn_1

rno00601_1: GlycsphnglpdBsynthss,LctNdNlctSrs_1

rno00500_2: StrchNdScrsMtblsm_2

rno00100_1: StrdBsynthss_1

rno04977_2: VtmnDgstnNdBsrptn_2

rno00630_1: GlyxyltNdDcrbxyltMtblsm_1

rno04730_2: Lng−TrmDprssn_2

rno05020_1: PrnDsss_1

rno04217_1: Ncrptss_1

rno00512_2: McnTypO−GlycnBsynthss_2

rno00430_1: TrnNdHyptrnMtblsm_1

rno00515_1: MnnsTypO−GlycnBsynthss_1

rno00650_1: BtntMtblsm_1

EXPLAINED VARIANCE

Comp 1:  40 %
Comp 2:  38 %


